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Bubonic plaque is caused by Yersinia pestis, which is known as fatal diseases in history. The Justinian
plaque, Black death, and modern plaque are the three pandemics that have been recorded in the past.
Each plaque pandemic caused gigantic mortalities and has become defining situations in the periods in
positively affected areas. Natural plaque foci in rodents globally, which is one of the risk factors for
human plaque. While bubonic plaque is a sporadic disease in many countries, more than 85% of plaque
cases still occur in Africa and other countries. This paper describes the fatalness of Yersinia pestis in the
modern world by considering its occurrence and disease severity, transmission, antibiotic resistance,
and its potential as a bioweapon. Y. pestis can be used as bioweapons and bioterrorism activities
worldwide and has a potential threat to cause millions of deaths in densely populated areas. Training
should be done for the awareness of bioterrorism to the general public. Advance research is necessary
to search for alternatives to antibiotic cure to fight against the risk of plague. Different management and
preventive strategies should be considered, which are less costly and effective against the re-emerging
threat of plague to the current world.
Keywords: plague, bubonic, bioweapon, Yersinia pestis, black death

INTRODUCTION
Bubonic plague is a well-known vector-borne
infection spread through fleas to many kinds of
wildlife rodents, representing natural hosts for this
infection in a broad range of habitats throughout
the world (Eisen et al. 2007). Alexandre Emile

Jean Yersin, a bacteriologist in the Pasteur
Institute, discovered Yersinia pestis in the Hong
Kong (plague outbreak) in 1894, So it was
declared by Alexandre that Yersinia pestis was
the etiological agent of this bubonic plague (Barr
et al. 2020). In humankind's history, various
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pandemics that have primarily spread from
Central Asia to Africa and Europe, and the plague
was one of them. In the last 150 years, the plague
has spread in every region of the world (Barr et al.
2020). In the 21st century, the plaque has been
reported in Asia, Africa, and America, but its
recent outbreak was reported in Uganda,
Madagascar, Congo, and China. It is noted that
the plague is becoming a significant public health
issue around the world (Zhao et al. 2016).
Yersinia
pestis
is
a
gram-negative,
coccobacillus, non-motile, non-spore-forming
bacteria, and it presents as bipolar when stained
with Giemsa, Wright, or Wayson staining and
Gram staining. It persists in various temperatures
and pH, such as 28-30 C and pH of 5 to 9.6. Y.
pestis is very sensitive to UV light, desiccation,
and it inhibits their growth spontaneously when
the temperature exceeds 40 C. Y. pestis emerged
from the zoonotic enteric pathogen Yersinia
pseudotuberculosis (Prentice & Rahalison, 2007).
Yersinia pestis is analogous to the Yersinia
pseudotuberculosis (enteric pathogen) on the
genomic level. However, a chain of gene mutation
events has occurred, which leads to the difference
in the mechanism of disease, habitat, and
appearance (Meyer et al. 2007). Y. pestis shows
a distinct set of virulence factors that permit the
illness of fleas and subversion of immunity in the
mammal’s reservoir, which led to the sudden
death of the host due to the lack of therapy. It
takes over the host immune system through
bacterial strategies and persists for a long time
even after the death of their host. Some of its
protein is involved in virulence, including protease
Pla and proteins on the outer surface (Yops)
(Garmory et al. 2004).
Transmission
Rodents are the main reservoir in Yersinia
pestis' life cycle, and this disease is transferred
from the hematophagous adult fleas to their hosts,
including animals and humans. Infected hosts can
become a permanent host for this bacterium. This
infection can also be found in other animals like
carnivores, lagomorphs, hyracoids, primates,
insects, and marsupials. Birds and mammals are
killed by plaque hosts and play an essential role in
indirectly
spreading
plaque
infection
by
transferring the infectious fleas among areas (S.
Wang et al. 2004). The Yersinia pestis become
endemic in many regions of the world and are
balanced by the animals’ population, making them
responsible for this microorganism. Plaque
infection can be transferred through droplets from

one person to another person via coughing. It can
also be transmitted through the contaminated fluid
of the body. Furthermore, people closely working
with animals such as animal husbandry or
butchery and farming are at high risk of this
infection (Popov et al.2019).
Detection
Several methods can be used for the
detection of Yersinia pestis. The fraction 1 (F1)
capsular antigen can target the detection of this
microorganism because it is responsible for the
bacterial
immunogenic
specific
protein
(Eroshenko et al. 2020). The passive diagnostic
techniques which are used mostly are the
hemagglutination
inhibition
test
and
hemagglutination test. In the field, the most
frequent test used is by the dipstick detection
method. The fieldwork areas can be affected
during visits where the care testing of Y. pestis is
conducted to identify pathogens without having
access to the laboratory. The medical staff
performed polymerase chain reaction (PCR) in the
field
with
real-time
quantitative
PCR
thermocyclers for the detection of the pathogen
(Derbise et al. 2020). Several other methods are
employed, such as serodiagnosis, upconverting
phosphor technology-based biosensor, lateral flow
immunoassay, and biosensor to detect the
pathogen.
In agreement with the European policy
(Decision No 082/2013/EU), the EMERGE
Coordination and the Bundeswehr Institute of
Microbiology suggest detecting plague by
comparing a ﬁrst positive/negative test result with
a second test. For instance, a real positive impact
is found by the PCR ampliﬁcation of a culture or
parallel immunological tests. EMERGE also
suggests that new laboratory investigations be
measured due to obtaining negative results when
evaluating an early stage of disease when there is
suspected plague and progression of clinical
symptoms (Yang et al. 2007).
Treatment
The treatment procedure for the plague
should be started as early as possible. The new
handling procedure for the plague could be done
by utilizing antibiotics, giving out of oxygen,
intravenous injections, and respiratory support.
The three most essential antibiotics suggested for
curing plague are streptomycin, chloramphenicol,
and tetracycline. The other antibiotics that can be
utilized to cure plagues such as gentamicin,
doxycycline,
levoﬂoxacin,
ciproﬂoxacin,
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moxiﬂoxacin, and chloramphenicol (Kugeler et al.
2015).
Several alternative treatments are listed in the
literature: phage therapy, serum therapy, and
bacteriocin therapy. Historically, in 1897
Alexander Yersin developed the serum method as
a therapy to cure humans by using horse serum
(Spyrou et al.2018) However, Serum therapy did
stimulate some side effects, such as anaphylactic
shock and serum sickness. Regardless of this, a
significant difference in mortality rates was
established among people suffering from bubonic
plague, in which 13% were treated with serum
therapy, and 64% for those untreated were
reported. At that time, the decline in mortality
rates was not significantly diverse among people
who suffer from the septicemic or pneumonic
plague (Achtman et al. 1999).
In 1925 d’Herelle was first introduced phage
therapy using bacteriophages to cure four cases
of bubonic plague by isolating active antiplague
phage found in rat feces. After injection of phages
suspension into the buboes, waited for several
hours to observe visible changes in the patient's
health; that patient felt healthier and had a 2 °C
average fall in temperature and feeling less pain
in the buboes. All four patients recovered by this
method (Anisimov & Amoako, 2006). However,
conflicting results had been seen on animal
models while checking the effectiveness of the
treatment. This was due to several reasons such
as inadequate knowledge of the whole scenario of
phage with bacterial interactions, poorly planned
and conducting experiments and scientific trials,
and the use of not well-defined phages in the
shape of non- puriﬁed phage arrangements.
Regardless of this, phage therapy is getting
attention to fight against bacterial antibiotic
resistance (Lowell et al. 2007).
In 1970 Bacteriocin McGeachie was
introduced
bacteriocin
therapy
in
which
antimicrobial peptides formed by bacteria were
utilized to cure bacterial infections. Puriﬁed
colicins V and K were showed parallel inhibitory
actions as kanamycin, oxytetracycline, and
streptomycin.
Another
bacteriocin
called
Enterocoliticin was isolated against Yersinia
enterocolitica, which is closely related to Y. pestis.
The cure was confirmed to be very efficient in the
initial infection (Kortright et al.2019).
Preventive measures
Plague is considered as a quarantinable
infectious disease. The ﬁrst protective measure is
to prevent the spread of plague by increasing the

surveillance of the illness, particularly at entry
points into the countries to ensure that it does not
cross other non-infected countries' boundaries.
This covers persons, baggage, cargo, containers,
conveyances, and goods (Keeling & Gilligan,
2000). The WHO International Health Regulations
also suggested that inspection and management
of vector supervision should be passed on
products that come into the country. Complete
monitoring of the rodent populations within a
country must be made. For instance, if there is an
extreme decline in rat populations, there is a
danger of ﬂeas feeding on other animals, which
might be the reason for the human epidemic (L,
2003).
Training should be increased for public
understanding of the plague (Zhou et al.2020)
must be considered (Zhao et al.2016). Emergency
planning within all health zones in countries at
danger of plague spread must be carried out .In
Hong Kong, an administrative region of China, the
plague is considered as a notiﬁable disease. The
Department of Health is authorized to manage the
plague's spread and the finding source and
contact during which the connections will also be
specified post-exposure prophylaxis (Ngeleja et
al. 2017).
Vaccination is used as a preventive measure
to control plague infection. Live attenuated
vaccines are consumed in few countries, such as
in Russia. The US army introduced killed wholecell vaccine in the USA. Today vaccines are not
destroyed for plague infections due to some
challenges reported linked to vaccination for the
plague. For example, safety-related challenges
have been gaining attention for the use of live
attenuated vaccines (Sebbane et al. 2006). For
the development of a new type of vaccine for the
plague, many kinds of research are made
nowadays. Different antigens are used in the
development
of
the
subunit
vaccine.
Simultaneously, the F1 antigen is not best as few
strains of Yersinia pestis do not make this antigen.
The V antigen may be chosen to complement the
F1 antigen. There is an option to choose
genetically modiﬁed vaccines using a strain called
Kimberley 53 that formed ten to hundred-fold
higher antibody titers to F1 and V might be
attenuated and consumed as a live-attenuated
vaccine (Zhou et al. 2019).
Furthermore, DNA vaccines might be
incorporated by the use of F1 or V antigen DNA.
This kind of vaccine is estimated to be valuable as
a component of a prime-boost approach. While
different types of plague vaccines have been in
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the development phase, no verified efficient
vaccine for plague control is now available.
However, there might be a chance of combining
the vaccines with antibiotics for the use of
treatment. Researchers have currently reported a
combined protective consequence by using a live
vaccine after exposure to the bacteria with
second-line antibiotic treatment (Shen et al.
2020).
Types of plague
There are mainly three types of plague, and
only some are atypical variants of infectious
disease. The first and most frequent infection is
the bubonic plague. Yersinia pestis enters into the
lymphatic system after the bite of an infected flea
and replicates itself at the lymph node points,
resulting in the form of inﬂammation. The
incubation periods of this bacterium is from one to
ten days. In the second stage of infection, the
bubo can be formed, and open sores might be
ﬁlled with pus. At this stage, the infection spreads
further to the lungs and steps forward into more
serious clinical symptoms. The bubonic plague
symptoms included chills, fever, malaise,
headache, weakness, myalgia, and other few
common symptoms are nausea, vomiting, and
dizziness (J. Wang et al. 2002). If bubonic plague
is not treated on time, the fatality rate between 40
and 70 might be expected. The cases from 80%
to 95% due to plague would be expected across
the world. When the infection is appropriately
treated, the case mortality rate is 5% to 15%.
The pneumonic plague is another type of
plague in which lungs are affected very severely
and could be an advanced stage of bubonic
plague due to infection from a person infected
with pneumonic plague. This virulent type of the
plague has the fasted beginning with the
incubation period as short as one day to 4 days
(Mark G. Kuczewski, 2019). The pneumonic
plague symptoms are fever, weakness, and
headache, a quick-rising in pneumonia with
shortness of breath, cough, chest pain, and
sometimes the formation of bloody and watery
mucous. Pneumonic plague is a more severe
infection as compared to bubonic plague. If
pneumonic plague is not treated on time, it always
resulted in people's death, but those who can
survive from the infection should be treated with
immediate medication after the appearance of
clinical symptoms. The treatment within one day
can be unaffected due to less time frame for
treatment; therefore, the cases resulting from
infection have a high mortality ratio of about 50%

(Chen et al. 2010).
The third type of plague-infected blood and
known as septicemic plague. Septicemic plague
accounts for about 10% to 15% of cases of plague
each year. Septicemia may also take place as a
secondary infection from bubonic plague. People
of all ages can infect by this infection, but the risk
for the elderly is more in this type of plague (Perry
& Fetherston, 1997). Yersinia pestis replicates
very rapidly and affects the body by developing a
self- perpetuating immunological cascade. This
produced an extensive range of fever, chills,
weakness, abdominal pain, and shock. The more
severe symptoms are disseminated intravascular
coagulopathy,
acute
respiratory
distress
syndrome, multiple organ failure, hemorrhage in
the skin and serosal surfaces, and gangrenous
necrosis of acral regions. Septicemic plague is
deadly if not treated. With medication, the case
mortality ratio ranges from 30% to 50% (Song et
al. 2004).
The rare pharyngeal plague is another type of
plague. People can get infected by eating raw or
undercooked meat from an animal that has been
contaminated with Y. pestis. Even though the
pharyngeal plague has clinical symptoms related
to those of other plagues, the pharyngeal plague
includes the following symptoms: pharyngitis,
tender submandibular lymphadenitis, dysphagia,
tonsillar enlargement, and abdominal pain.
Pharyngeal plague is mostly found in the Middle
East,
North
Africa,
and
Central
Asia.
Gastrointestinal plague is another rare form of
plague. The cause of infection is raw or
undercooked infected meat. Other diseases linked
with the plague recorded are the cutaneous
plague, meningitis, and endophthalmitis (Poland &
Dennis, 1901).
Distribution of natural plague foci
Plague infection is prevalent in most countries
around the world while endemic in a considerable
area of the globe. Some states are failed to report
the cases of plague due to a lack of sufficient
resources. The effect due to plague around the
world might be unrepresented in data.
Approximately 90% of cases of plaque infection
are still reported in South Africa. The Democratic
Republic of the Congo, Peru, and Madagascar is
the most endemic countries. In each year, most of
the plaque outbreaks are reported among the
population in Madagascar. On the 5th of March
2019, a recent outbreak was reported at the
Uganda-Congo border (Zhou et al. 2020).
In 2017 the outbreak of plague infection
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occurred in Madagascar, in which a total of 2,417
confirmed cases were reported. The mortality
cases were 209 reported indicating the fatality
ratio of 8.6%. In that outbreak, very high numbers
of pneumonic plague cases were reported to total
1,854, of which 76.7% ratio was pneumonic
plague cases. There bubonic conﬁrmed cases
355 consisting of 14.7% of cases. There is no
single case of septicemic plague and 207 cases
that have not been identified. This outbreak was
different from the other outbreaks occur in
Uganda, where 7.1% cases of pneumonic plague
were reported, and in the USA, about 8.1% of
pneumonic plague cases were reported (Holt et
al. 2009).The recommendations made that human
to the direct human transmission was found in the
2017 outbreak of Madagascar. The immense
cases were found in an unusually small region of
the country. Younger patients were most affected
by the plague. Madagascar's plague cases among
the under 19 age population were reported with
the ratio of 60.9% Between the 1996 and 1998
time period. At the same time, 80% of cases were
reported among the people up to 29 during the
outbreak. In Uganda, 2008 to 2016, the people
under the age of 19 were infected with the related
pattern, and the majority of cases were recorded
in patients (Morelli et al. 2011).
There were 16 plague cases reported in the
USA from 2000 to 2012. The country's large area
has a reasonable explanation for the low cases of
plague in the American public might be fewer
possible to come in contact with rodents or other
carriers of the plague. Eight veterinarians were
affected by this plaque. ﬁve people also were
affected who worked with animals (e.g., wildlife
biologist or animal control personnel), and in the
USA, ﬁve researchers in the plague laboratory
might be affected by these work-related hazards.
Pets such as dogs may also make it easy to
transfer infected ﬂeas into homes with closeness
and contact with their owners (Summers, 2010).
Bioterrorism potential
According to CDC, the Yersinia pestis
microorganism is placed in Category A organism.
Category A organisms are highly pathogenic
organisms that need excellent attention to control
due to significant risk and can easily be
transmitted from one person to another by direct
contact and resulting in a high death rate,
therefore, poses a health hazard to national
security. Y. pestis infection needs practical actions
for public health awareness (Spyrou et al.2019)
Recently, plaques are under control due to natural

circumstances and still being a rare disease found
in most parts of the world where it is still endemic.
Yersinia pestis can be used as a bioweapon and
may become one of the world's biggest future
challenges. The thought of using the plague as a
biological weapon is not the latest and has been
developed since World War II (Spyrou et
al.,2019).
The history of bioweapon began when the
Japanese military researchers started their
research on Yersinia pestis to use as a
bioweapon. The plan was monitored by Shiro Ishii
(1932–1942) and Kitano Misaji (1942–1945); the
research was conducted by a group called Unit
731. The infected rats were used in the laboratory
on which fleas were fed to make the ﬁrst biological
weapon for plague infection. The infected wheat
and rice with infected fleas were spread over the
different Chinese cities to begin a plague
epidemic. One case was reported in Ningpo,
where 100 people death cases were recorded due
to plague after the attack of ﬂeas onto the city.
While these attacks were conducted successfully,
this did not have a good deal of an outcome on
the war (Spyrou et al. 2018).
After World War II, successful trials were
made on Yersinia pestis to use as bioweapons in
the Soviet Union and the USA. These two
countries designed a different technique for
introducing Y. pestis directly by aerosolizing the
plague without using ﬂeas as carriers. This work
enables scientists to make different types of
plaque to infect humans with bioweapon's
unpredictable specialty (Death et al. 2012). The
spread of Y. pestis increased the bubonic plague
cases via ﬂeas. The pneumonic plague is more
severe and virulent and spread by aerosol. In
1970 the WHO recommended that in the worstcase circumstances, that if 50 kg of Y. pestis was
spread in a city with a resident of 5 million, up to
150,000 individuals might be infected, and 36,000
of the population would be predictable to die
(Morelli et al. 2010).
Today,
most
countries
have
closed
conducting offensive bioweapons researches. In
the 1950s, the United Kingdom ceased to follow
by the USA. The Biological and Toxin Weapons
Convention was informed in 1969 and more
forward the British's summary and finished by the
Soviet Union even though the final did not
separate their bioweapons program until 1992.
The research was conducted on Yersinia pestis
strain by the Soviet Union, indicating that the
genetically modiﬁed bacteria have multidrugresistant and ﬂuoroquinolone- resistant. In the
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incidence that this bioweapon was to be spread,
the antibiotics that would have been consumed
are streptomycin, tetracycline, ﬂuoroquinolones
with doxycycline, gentamicin, ciproﬂoxacin or
chloramphenicol used as alternatives treatment
against pneumonic plague. This would have also
involved giving antibiotic prophylaxis with
doxycycline or ciproﬂoxacin for one week to
everyone who comes into direct contact with the
pneumonic plague (Achtman et al. 1999).
In a biological threat, affected countries would
need planned biosafety administration the
surveillance, subsequent investigation, cure, and
control of plague infection. Yersinia pestis can be
used as a bioterrorism danger due to various
factors that formulate for this use. The ﬁrst
approach is the accessibility of Y. pestis in those
countries where it is endemic and then searched
the possibility of isolated and cultured the bacteria
in a laboratory. Furthermore, information about
the growth condition and the optimum
environment is available. Secondly, infection is
caused by Y. pestis has a high death rate while in
pneumonic plague infection, the transmission of
disease spread quickly among the people. Thirdly,
to access the previous research left behind by
senior researchers who researched Y. pestis
could be exploited with the objective of
bioweapons strains. The challenges related to
antibiotic resistance against Y. pestis strains could
be affected by many countries to control the
infection and deal with the delivery of cure
(Kugeler et al. 2015).
Antibiotic resistance
Bacterial antibiotic resistance against bacterial
infections is now a global challenge. The dilemma
of antibiotic resistance falls in the bacteria's
capability to transport its antibiotic resistance
gene plasmids using the conjugation process to
further non-resistant strains of Y. pestis or to E.
coli. In previous research, the isolated strains in
Madagascar showed antimicrobial susceptibility
against antibiotics. Currently, two strains of
Yersinia pestis were showed resistance against
antibiotics. Y. pestis 17/95 carries eight antibiotic
resistances on a plasmid of 150 kb called pIP1202
and is reported to exhibit high-level resistance to
eight antimicrobial agents used for treatment and
some prophylactic drugs. Emerging of antibiotic
resistance towards bacterial strains is nowadays
the most important global issue. Recently,
bacteria are showing numerous transformations in
their genetic makeup and developing resistance
genes against different antibiotics; these

resistance plasmids via conjugation may be
transported to non-resistant strains of Y. pestis
and E.coli (Anisimov & Amoako, 2006).
The resistant genes are also shown
resistance against several classic alternative
drugs such as ampicillin, spectinomycin, and
kanamycin. Y. pestis 16/95 has just resistance
against streptomycin on a plasmid of 40 kb known
as pIP1203. It remains vulnerable to further
antibiotic treatments. The transfer of plasmid
genes is responsible for antibiotic resistance to E.
coli because E. coli has a recognized history of
bacterial strains transmission of antibiotic
resistance. Recently, both of these strains are
linked to Madagascar. The other countries in
which the plaque is endemic, so there could be
many chances of spreading resistant genes
among the plaque population. It could also spread
among other bacteria in the same manner that it
does with E. coli. Furthermore, if few E. coli
bacteria have the plasmid genes, which are
resistance genes responsible for resistance, they
might be transferred to other bacteria (Poland &
Dennis, 1901).
The increasing level of antibiotic resistance in
Madagascar may direct governmental authorities
to start research studies to find alternative
methods against antibiotic treatments. For
instance, alternative
medicine approaches
through bacteriophage therapy are ultimately
estimated to become one of the most successful
antimicrobial alternatives. The bacteriophage
therapy is more efficient than serum therapy,
while bacteriocin therapy as the bacteriophages
merely kills the targeted bacteria. Another
advantage of the bacteriophage is that phage
mutation is signiﬁcantly higher than bacterial
transformation, so it responds quickly to phageresistant bacteria mutants. Bacteriophages are
also cheaper to develop than new antibiotics.
Besides, few sides- effects from bacteriophage
treatment have been reported. Nevertheless,
bacteriophage treatment development may face
some challenges such as toxin encoding amongst
phages, a lack of pharmacokinetic data, and
neutralization of the phase by the host immune
system leading to the failure of the treatment
(Demeure et al. 2019).
Trade routes, human travel, and economic
consequences
Today the trading is made through the air and
sea routes to the other parts of the world. The
ancient trading routes provide supports to spread
the Y. pestis at a high rate from Madagascar to
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around the globe. The trading of wildlife can
become a potential source to transport zoonotic
diseases to other countries. Madagascar has a
considerable number of exports that go across the
world. The major export is vanilla, which is
transported to several other countries among top
importers such as China, France, the USA, Japan,
and Germany. Therefore, there are many chances
for Y. pestis to be transported among these trade
ways to other countries (Morelli et al. 2010). The
spread of Y. pestis among the tourist who reached
Madagascar from around the world for tourism
has a high potential to cause disease during the
season when the plaque is much prevalent.
Tourists may get infected and return to their home
countries before symptoms appear. In 2017
during the outbreak in Madagascar, overseas
territories, including nine countries, were marked
as major concern countries for plague
attentiveness due to travel and trade connection
to other countries from Madagascar. These
countries, including overseas territories, were
South Africa, Comoros, Seychelles, Ethiopia,
Kenya, Mozambique, La Réunion (France),
Mauritius, and Tanzania (Cao et al. 1995).
The consequence of plague is harmful in
countries throughout and after outbreaks. The
cost of affected locations worsens local business
markets and loss of profits to the public areas that
had to be closed. For example, in 1994, the
outbreak in Western India affected food markets,
restaurants, and public places. This plague was
comparatively minute, with 700 report cases of
plague. However, due to the panic of the spread
of plague infection, numerous restrictions were
imposed upon the sea and air voyage and India's
trade consequent orders from health authorities.
This caused the fall of business and the tourism
sectors, which caused the expected 1.8 billion US
dollars to harm the economy. The outcome of this
was a crash on public life and India's financial
system at that moment (White & Mordechai,
2020).
CONCLUSION
This article gives information about the risk of
Yersinia pestis in the current world. The plague
can cause numerous fatalities across the globe if
it is not restricted or be used as a bio-weapon.
The taxonomy of plague reflects a re-emerging
disease that may cause a high figure of cases in
entire Madagascar, indicating that Y. pestis can
develop life-threatening situations to a country if
not controlled correctly if the environmental
factors are favorable for it. The emergence of

antibiotic resistance becomes a problem against
two strains of Y. pestis may become a lifethreatening problem in the future if alternative
antibiotics or other treatments are not discovered.
Y. pestis can be used as bioweapons and
bioterrorism activities worldwide and has a
potential threat to cause millions of deaths in
densely populated areas. Training should be done
for the awareness of bioterrorism to the general
public. Advance research is necessary to search
for alternatives to antibiotic cure to fight against
the risk of plague. Different management and
preventive strategies should be considered, which
are less costly and effective against the reemerging threat of plague to the current world.
CONFLICT OF INTEREST
The authors declared that present study was
performed in absence of any conflict of interest.
ACKNOWLEGEMENT
I acknowledged all the authors for contributing in
this manuscript.
AUTHOR CONTRIBUTIONS
NZ designed the idea and also wrote the
manuscript. AA and MAA reviewed the
manuscript. All authors read and approved the
final version.
Copyrights: © 2021@ author (s).
This is an open access article distributed under the
terms of the Creative Commons Attribution License
(CC BY 4.0), which permits unrestricted use,
distribution, and reproduction in any medium,
provided the original author(s) and source are
credited and that the original publication in this
journal is cited, in accordance with accepted
academic practice. No use, distribution or
reproduction is permitted which does not comply
with these terms.
REFERENCES
Achtman M, Zurth K, Morelli G, Torrea G,
Guiyoule A, & Carniel E. Yersinia pestis, the
cause of plague, is a recently emerged clone
of Yersinia pseudotuberculosis. Proceedings
of the Natl Acad Sci USA 1999; 96(24),
14043–14048.
https://doi.org/10.1073/pnas.96.24.14043
Anisimov AP, Amoako KK. Treatment of plague:
Promising alternatives to antibiotics. J Med
Microbiol
2006;
55(11),
1461–1475.
https://doi.org/10.1099/jmm.0.46697-0

Bioscience Research, 2021 volume 18(2): 1880-1889

1886

Zafar et al.

Bubonic plague, a problem of the past, and a re-emerging threat

Barr J, Hwang ES, Shortell CK. Surgeons, plague,
and leadership: A historical mantle to carry
forward. Am J Surg 2020; 220(2), 298–299.
https://doi.org/10.1016/j.amjsurg.2020.04.04
2
Cao LK, Anderson GP, Ligler FS, Ezzell J.
Detection of Yersinia pestis fraction 1 antigen
with a fiber optic biosensor. J Clin Microbiol
1995;
33(2),
336–341
https://doi.org/10.1128/jcm.33.2.336341.1995
Chen PE, Cook C, Stewart AC, Nagarajan N,
Sommer DD, Pop M, Thomason B, Kiley
Thomason MP, Lentz S, Nolan N,
Sozhamannan S, Sulakvelidze A, Mateczun
A, Du L, Zwick ME, Read TD. Genomic
characterization of the Yersinia genus.
Genome
Biol
2010;
11(1),
1–18.
https://doi.org/10.1186/gb-2010-11-1-r1
Death B, Plague TB, Death B. “ At All Times
Deserving Ill ”: Bubonic Plague in Christian
Thought and Practice 2012;.
Demeure C, Dussurget O, Fiol GM, Le Guern AS,
Savin C, Pizarro-Cerdá J. Yersinia pestis and
plague: an updated view on evolution,
virulence determinants, immune subversion,
vaccination and diagnostics. Microbes and
Infection
2019;
21(5–6),
202–212.
https://doi.org/10.1016/j.micinf.2019.06.007
Derbise A, Guillas C, Gerke C, Carniel E, PizarroCerdà J, Demeure CE. Subcutaneous
vaccination with a live attenuated Yersinia
pseudotuberculosis plague vaccine. Vaccine
2020;
38(8),
1888–1892.
https://doi.org/10.1016/j.vaccine.2020.01.014
Eisen RJ, Glass GE, Eisen L, Cheek J, Enscore
RE, Ettestad P, Gage KL. A spatial model of
shared risk for plague and hantavirus
pulmonary syndrome in the southwestern
United States. Am J Trop Med Hyg 2007;
77(6),
999–1004.
https://doi.org/10.4269/ajtmh.2007.77.999
Eroshenko GA, Dzhaparova AK, Oglodin EG,
Al’khova ZV, Kukleva LM, Kuznetsov AA,
Krasnov YM, Abdikarimov ST, Kutyrev VV.
Phylogeny of Yersinia pestis Strains
Belonging to 0.ANT Branch, Isolated in TienShan and Pamir-Alay in XX–XXI Centuries.
Problems
of
Particularly
Dangerous
Infections
2020;
23(1),
76–84.
https://doi.org/10.21055/0370-1069-2020-176-84
Garmory HS, Freeman D, Brown KA, Titball RW.
Protection against plague afforded by
immunisation with DNA vaccines optimised

for expression of the Yersinia pestis V
antigen. Vaccine 2004; 22(8), 947–957.
https://doi.org/10.1016/j.vaccine.2003.09.020
Holt AC, Salkeld DJ, Fritz CL, Tucker JR, Gong P.
Spatial analysis of plague in California: Niche
modeling predictions of the current
distribution and potential response to climate
change. Int J Health Geograph 2009; 8(1),
1–14. https://doi.org/10.1186/1476-072X-838
Keeling MJ, Gilligan CA. Metapopulation
dynamics of bubonic plague. Nature 2000;
407(6806),
903–906.
https://doi.org/10.1038/35038073
Kortright KE, Chan BK, Koff JL, Turner PE. Phage
Therapy: A Renewed Approach to Combat
Antibiotic-Resistant Bacteria. Cell Host and
Microbe
2019;
25(2),
219–232.
https://doi.org/10.1016/j.chom.2019.01.014
Kugeler KJ, Staples JE, Hinckley AF, Gage KL,
Mead PS. Epidemiology of human plague in
the United States, 1900–2012. Emerg Infect
Dis
2015;
21(1),
16–22.
https://doi.org/10.3201/eid2101.140564
L C. Genome sequence of Yersinia pestis , the
causative agent of plague 2003; 21(2001),
523–527.
Lowell JL, Zhansarina A, Yockey B, MekaMechenko T, Stybayeva G, Atshabar B,
Nekrassova L, Tashmetov R, Kenghebaeva
K, Chu MC, Kosoy M, Antolin MF, Gage KL.
Phenotypic and molecular characterizations
of Yersinia pestis isolates from Kazakhstan
and adjacent regions. Microbiol 2007; 153(1),
169–177.
https://doi.org/10.1099/mic.0.29059-0
Mark G. Kuczewski PJMBM. A BM. AMA Journal
of Ethics 2019. AMA Journal of Ethics 2019;
21(1), E78-85.
Meyer MHF, Stehr M, Bhuju S, Krause HJ,
Hartmann M, Miethe P, Singh M, Keusgen
M. Magnetic biosensor for the detection of
Yersinia pestis. J Microbiol Methods 2007;
68(2),
218–224.
https://doi.org/10.1016/j.mimet.2006.08.004
Morelli G, Song Y, Mazzoni CJ, Eppinger M,
Roumagnac P, Wagner DM, Feldkamp M,
Kusecek B, Vogler AJ, Li Y, Cui Y, Thomson
NR, Jombart T, Leblois R, Lichtner P,
Rahalison L, Petersen JM, Balloux F, Keim
P, Achtman M. Yersinia pestis genome
sequencing identifies patterns of global
phylogenetic diversity. Nature Genetics
2010;
42(12),
1140–1143.
https://doi.org/10.1038/ng.705

Bioscience Research, 2021 volume 18(2): 1880-1889

1887

Zafar et al.

Bubonic plague, a problem of the past, and a re-emerging threat

Morelli G, Song Y, Mazzoni CJ, Eppinger M,
Wagner DM, Feldkamp M, Kusecek B, Amy
J, Li Y, Cui Y, Thomson NR, Jombart T,
Lichtner P, Rahalison L, Petersen JM,
Balloux F, Keim P, Wirth T, Ravel J, Carniel
E. UKPMC Funders Group spread of
Yersinia pestis 2011; 42(12), 1140–1143.
https://doi.org/10.1038/ng.705.Phylogenetic
Ngeleja RC, Luboobi LS, Nkansah-Gyekye Y. The
Effect of Seasonal Weather Variation on the
Dynamics of the Plague Disease. Int J
Mathematics and Mathematical Sci 2017;
20(17).
https://doi.org/10.1155/2017/5058085
Perry RD, Fetherston JD. Yersinia pestis Etiologic agent of plague. Clinical Microbiol
Rev
1997;
10(1),
35–66.
https://doi.org/10.1128/cmr.10.1.35
Poland JD, Dennis DT. Treatment of Plague. The
Lancet
1901;
158(4086),
1749.
https://doi.org/10.1016/S01406736(01)74342-5
Popov NV, Karnaukhov, IG, Pakskina ND,
Eroshenko GA, Kuznetsov AA, Matrosov AN,
Porshakov AM, Kouklev EV, Ivanova AV,
Korzun VM, Kosilko SA, Zenkevich ES,
Popov VP, Lopatin AA, Ayazbaev TZ,
Balakhonov SV, Kutyrev VV. Analysis of the
current epidemiological situation in natural
plague foci around the world. Enhancement
of the effectiveness of epidemiological
surveillance in natural plague foci of the
Russian Federation and forecast of their
epizootic activity for 2019. Problemy Osobo
Opasnykh Infektsii, 2019; (1), 81–88.
https://doi.org/10.21055/0370-1069-2019-181-88
Prentice MB, Rahalison L. Plague. Lancet 2007;
369(9568),
1196–1207.
https://doi.org/10.1016/S01406736(07)60566-2
Sebbane F, Jarrett CO., Gardner D, Long D,
Hinnebusch BJ. Role of the Yersinia pestis
plasminogen activator in the incidence of
distinct septicemic and bubonic forms of fleaborne plague. Proceedings of the National
Academy of Sciences of the United States of
America
2006;
103(14),
5526–5530.
https://doi.org/10.1073/pnas.0509544103
Shen X, Li J, Fan M, Xia L, Li W. Notes from the
Field A Reemergent Case of Bubonic
Plague-Inner Mongolia Autonomous Region ,
China , July , 2020; 2(29), 549–550.
https://doi.org/10.46234/ccdcw2020.145
Song Y, Tong Z, Wang J, Wang L, Guo Z, Han Y,

Zhang J, Pei D, Zhou D, Qin H, Pang X, Han
Y, Zhai J, Li M, Cui B, Qi Z, Jin L, Dai R,
Chen F, Yang R. Complete genome
sequence of Yersinia pestis strain 91001, an
isolate avirulent to humans. DNA Research
2004;
11(3),
179–197.
https://doi.org/10.1093/dnares/11.3.179
Spyrou MA, Bos KI, Herbig A, Krause J. Ancient
pathogen genomics as an emerging tool for
infectious disease research. Nat Rev Genet
2019;
20(6),
323–340.
https://doi.org/10.1038/s41576-019-0119-1
Spyrou MA, Tukhbatova RI, Wang CC, Valtueña
AA, Lankapalli AK, Kondrashin VV, Tsybin
VA, Khokhlov A, Kühnert D, Herbig A, Bos
KI, Krause J. Analysis of 3800-year-old
Yersinia pestis genomes suggests Bronze
Age origin for bubonic plague. Nature
Communications
2018;
9(1),
1–10.
https://doi.org/10.1038/s41467-018-04550-9
Summers WC. Cholera and Plague in India: The
Bacteriophage Inquiry of 1927-193 6
Downloaded from. 2010; 48, 275–301.
https://sites.ualberta.ca/~pukatzki/labpage/La
b_News/Entries/2010/11/14_Phage_Therapy
_files/The Bacteriophage Inquiry.pdf
Wang J, Wu T, Chunhong T, Creighton R, Kile A,
Kvikstad E. A Whole-Genome Shotgun
Optical Map of. Microbiology 2002; 68(12),
6321–6331.
https://doi.org/10.1128/AEM.68.12.6321
Wang S, Heilman D, Liu F, Giehl T, Joshi S,
Huang X, Chou TH, Goguen J, Lu S. A DNA
vaccine producing LcrV antigen in oligomers
is effective in protecting mice from lethal
mucosal challenge of plague. Vaccine 2004;
22(25–26),
3348–3357.
https://doi.org/10.1016/j.vaccine.2004.02.036
White LA, Mordechai L. Modeling the Justinianic
Plague:
Comparing
hypothesized
transmission routes. PLoS ONE 2020; 15(4),
1–21.
https://doi.org/10.1371/journal.pone.0231256
Yang X, Hinnebusch BJ, Trunkle T, Bosio CM,
Suo Z, Tighe M, Harmsen A, Becker T, Crist
K., Walters N, Avci R, Pascual DW. Oral
Vaccination with Salmonella Simultaneously
Expressing Yersinia pestis F1 and V
Antigens Protects against Bubonic and
Pneumonic Plague . The J Immunol 2007;
178(2),
1059–1067.
https://doi.org/10.4049/jimmunol.178.2.1059
Zhao Y, Liu X, Wang X, Sun C, Wang X, Zhang P,
Qiu J, Yang R, Zhou L. Development and
evaluation of an up-converting phosphor

Bioscience Research, 2021 volume 18(2): 1880-1889

1888

Zafar et al.

Bubonic plague, a problem of the past, and a re-emerging threat

technology-based lateral flow assay for rapid
and quantitative detection of aflatoxin B1 in
crops. Talanta 2016; 161, 297–303.
https://doi.org/10.1016/j.talanta.2016.08.058
Zhou Z, Alikhan NF, Mohamed K, Fan Y, Achtman
M. The EnteroBase user’s guide, with case
studies on
Salmonella
transmissions,
Yersinia pestis phylogeny, and Escherichia
core genomic diversity. Genome Res 2020;
30(1),
138–152.
https://doi.org/10.1101/gr.251678.119
Zhou Z, Alikhan NF, Mohamed K, Fan Y, Achtman
M. The user’s guide to comparative
genomics with EnteroBase, including case
studies on transmissions of micro-clades of
Salmonella , the phylogeny of ancient and
modern Yersinia pestis genomes, and the
core genomic diversity of all Escherichia.
BioRxiv
2019;613554.
https://doi.org/10.1101/613554

Bioscience Research, 2021 volume 18(2): 1880-1889

1889

